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3 <110> 



APPLICANT: The University of Newcastle 
Connolly, Bernard 
Fogg, Mark 
Pearl , Laurence 



8 <12 0> TITLE OF INVENTION: DNA POLYMERASES 
10 <130> FILE REFERENCE: P89103PWO 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/511, 130 
C--> 13 <141> CURRENT FILING DATE: 2004-10-13 

15 <160> NUMBER OF SEQ ID NOS : 32 

17 <170> SOFTWARE: Patentln version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 776 

21 <212> TYPE: PRT 

22 <213> ORGANISM: Unknown 

24 <220> FEATURE: 

25 <223> OTHER INFORMATION: Variant derived from Pyrococcus furiosus Pfu- Polymerase 
27 <400> SEQUENCE: 1 

29 Met Ala He Leu Asp Val Asp Tyr He Thr Glu Glu Gly Lys Pro Val 

30 1 5 10 15 

33 He Arg Leu Phe Lys Lys Glu Asn Gly Lys Phe Lys He Glu His Asp 

34 20 25 30 

37 Arg Thr Phe Arg Pro Tyr He Tyr Ala Leu Leu Arg Asp Asp Ser Lys 

38 35 40 45 

41 He Glu Glu Val Lys Lys He Thr Gly Glu Arg His Gly Lys He Val 

42 50 55 60 

45 Arg He Val Asp Val Glu Lys Val Glu Lys Lys Phe Leu Gly Lys Pro 

46 65 70 75 80 

49 He Thr Val Trp Lys Leu Tyr Leu Glu His Pro Gin Asp Val Pro Thr 

50 85 90 95 

53 He Arg Glu Lys Val Arg Glu His Pro Ala Val Val Asp He Phe Glu 

54 100 105 110 

57 Tyr Asp He Pro Phe Ala Lys Arg Tyr Leu He Asp Lys Gly Leu He 

58 115 120 125 

61 Pro Met Glu Gly Glu Glu Glu Leu Lys lie Leu Ala Phe Asp He Glu 

62 130 135 140 

65 Thr Leu Tyr His Glu Gly Glu Glu Phe Gly Lys Gly Pro He He Met 

66 145 150 155 160 

69 He Ser Tyr Ala Asp Glu Asn Glu Ala Lys Val He Thr Trp Lys Asn 

70 165 170 175 

73 He Asp Leu Pro Tyr Val Glu Val Val Ser Ser Glu Arg Glu Met He 

74 180 185 190 

77 Lys Arg Phe Leu Arg He He Arg Glu Lys Asp Pro Asp He He Val 

78 195 200 205 
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372 Ala Leu Glu Phe Val Lys Tyr lie Asn Ser Lys Leu Pro Gly Leu Leu 

373 565 570 575 

3 76 Glu Leu Glu Tyr Glu Gly Phe Tyr Lys Arg Gly Phe Phe Val Thr Lys 
377 580 585 590 

380 Lys Arg Tyr Ala Val He Asp Glu Glu Gly Lys Val He Thr Arg Gly 

381 595 600 605 

3 84 Leu Glu He Val Arg Arg Asp Trp Ser Glu He Ala Lys Glu Thr Gin 
385 610 615 620 

3 88 Ala Arg Val Leu Glu Thr He Leu Lys His Gly Asp Val Glu Glu Ala 
389 625 630 635 640 

3 92 Val Arg He Val Lys Glu Val He Gin Lys Leu Ala Asn Tyr Glu He 
393 645 650 655 

3 96 Pro Pro Glu Lys Leu Ala He Tyr Glu Gin He Thr Arg Pro Leu His 
397 660 665 670 

400 Glu Tyr Lys Ala He Gly Pro His Val Ala Val Ala Lys Lys Leu Ala 

401 675 680 685 

404 Ala Lys Gly Val Lys He Lys Pro Gly Met Val He Gly Tyr He Val 

405 690 695 700 

408 Leu Arg Gly Asp Gly Pro He Ser Asn Arg Ala He Leu Ala Glu Glu 

409 705 710 715 720 

412 Tyr Asp Pro Lys Lys His Lys Tyr Asp Ala Glu Tyr Tyr He Glu Asn 

413 725 730 735 

416 Gin Val Leu Pro Ala Val Leu Arg He Leu Glu Gly Phe Gly Tyr Arg 

417 740 745 750 

420 Lys Glu Asp Leu Arg Tyr Gin Lys Thr Arg Gin Val Gly Leu Thr Ser 

421 755 760 765 

424 Trp Leu Asn He Lys Lys Ser 

425 770 775 

428 <210> SEQ ID NO: 3 

429 <211> LENGTH: 776 

430 <212> TYPE: PRT 

431 <213> ORGANISM: Unknown 

433 <220> FEATURE: 

434 <223> OTHER INFORMATION: Variant derived from Pyrococcus furiosus Pfu- Polymerase 
436 <400> SEQUENCE: 3 

438 Met Ala He Leu Asp Val Asp Ala He Thr Glu Glu Gly Lys Pro Val 

439 15 10 15 

442 He Arg Leu Phe Lys Lys Glu Asn Gly Lys Phe Lys He Glu His Asp 

443 20 25 30 

446 Arg Thr Phe Arg Pro Tyr He Tyr Ala Leu Leu Arg Asp Asp Ser Lys 

447 35 40 45 

450 He Glu Glu Val Lys Lys He Thr Gly Glu Arg His Gly Lys He Val 

451 50 55 60 

454 Arg He Val Asp Val Glu Lys Val Glu Lys Lys Phe Leu Gly Lys Pro 

455 65 70 75 80 

458 He Thr Val Trp Lys Leu Tyr Leu Glu His Pro Gin Asp Val Pro Thr 

459 85 90 95 

462 He Arg Glu Lys Val Arg Glu His Pro Ala Val Val Asp He Phe Glu 

463 100 105 110 
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